P4

0 (57 :

. (EE)

202275 Sl AR 2 T NI BB T4 (RF5ErE )

o| =m
FS G

HEXR
(FH3Rs)

#HE

HEHE

HE
Jjo

Ri%

BUATESR
(THsRE)

TR

SR

BHRER
CFH3RE)

ISR

FREL
e

PEFET
ABESR

R AT
RE” HRERH

WG “RFHRE
TFEB” FRERH

BRI E R AR

SMBFRB MG

HEF MR EERARR

REWERER
B

EEMFAERM
FEEF

¥ £ T

LeiYu

2019050647

Rk

2019% #4523

B+

87.16

30. 43%

21 f

REFRTH AL

CET-6 (499)

[1]Small RNA sequencing provides
candidate miRNA-target pairs for
revealing the mechanism of apomixis
in Zanthoxylun bungeanum., (BMC
Plant Biology) , ##kt=[XSCI,
1F=4.215, #*F—1;
[2]Transcriptome and metabolite
analysis reveals key genes for
melanin synthesis during the
development of Zanthoxylum bungeanum
seeds, (Industrial Crops and
Products) , ##—[XSCI, IF=5.645,
i

[3]Transcriptome and Metabolome
Dynamics Explain Aroma Differences
between Green and Red Prickly Ash
Fruit, {Foods) , # #k—XSCI,
IF=4.345, HZE#

[4]Pollination promotes ABA synthesis
but not sexual reproduction in the
apomictic species Zanthoxylum
bungeanum Maxim. , (Tree Physiology
), FRE—XSCI, IF=4.196, %=fF

&

[5]1ZbAGL11, a class D MADS-box
transcription factor of Zanthoxylum
bungeanum, is involved in sporophytic
apomixis, (Horticulture Research) ,
A —XSCT, 1F=6.793, BHME#.

¥ £ TH

BAR

ChengYongqin

2018060234

243

2018%% 4+ 32

91

12%

2018% £

RE®FLXFRER 2
*

CET6 (447)

[1]Plastid genomes of Elacagnus
mollis: comparative and phylogenetic
analyses, (Journal of Genetics)

& A W XSCL, 1F=0.996, % —fF#
[2]Genetic Diversity and Genetic
Differentiation of Amelanchier
sinica in Shaanxi Province as
Revealed by AFLP, (TALHEH¥#R) ,
BB #

[3]Characteristic and phylogenetic
analyses of chloroplast genome for
Syringa komarowii C.K.Schneid. (
Mitochondrial DNA Part B) , #ffm
[XSCI, IF=0.658, #—fF#.

RELETFH

-4

Sng¥iming

2019055378

P83

20192 A 32

[ ES

2%

20204 AL R AR A
AFRFHELT
#; 20204 FALKA
HEAFE® il

CET6 (428)

FREH:

LE:EH

%




sane
Fhr

CBf)

5
Jo

HEFAH|
(FHZEE)

i

HEHE

i
Jjn

2211

Ri&

BUATESR
(TFH3EE)

FAHER

SR

BHRRR
(TFHIZEE)

$REL
H#

BEFET | KRR “HFEH
BER | RE” HRERK

KRR RBTRE
Fa” SR

BRR I EH AR

SMBFRRAME

HETF IMEREZRTAR

REMFRER
RFELE

REMFEAERM
FEHEETH

hEELE

i34

ZhangMim

2018060243

243

22018 -3

87.8

45.16%

[1] Drought-tolerant plant growth—
promoting rhizobacteria isolated
from jujube (Ziziphus jujuba) and
their potential to enhance drought
tolerance, (Plant and Soil) , ##
B —[XSCI, 1F=3.299, #—f{k#; [2]
The response of soil microbial
communities to soil erodibility
depends on the plant and soil
properties in semiarid regions, (
Land Degradation & Development) , #
FB—XSCI, [F=4.977, %—1{k#;
[3] Responses of soil organic carbon
mineralization and microbial
communities to leaf litter addition
under different soil layers, (
Forests) , ## =XSCI, IF=2.633,
H—1k4: [4] TEHBET PGPR X4
TAEREKRARRENPHI]. (B
Mk AFFR(AARE)) , F—1F
#; [B] UBZRAA RN (RIFHE
—KHA) BR( HERATA AL
kg7 k. MAEER) ERLZAEF T

Hm

s TN

ChenShuang

2019050597

Rk

2019%% #4513

[E

B+

85.37

21.40%

#K. X
#HHT

CET4 (430)

[1)Accelerating thermal decomposition
of wood cell wall with glycerol, (
Journal of Materials Research and
Technology) XSCT,

IF=5.039, % — 13

[2] Improvement of wood decay
resistance by salicylic acid / silica
microcapsule: Effects on the
salicylic leaching, microscopic
structure and decay resistance, {
International Biodeterioration &

#
[BINF=RHAHG (RIFHE—RH
A B A—FARME BRI EEREA) B
+H—5

i

R

QiYichen

2019050632

Rk

=1
e
k3
s

88.87

8.70%

CET6 (460)

[1]Transcriptome and Metabolome
xplain Aroma Differen
n and Red Prickly A

(Foods) , ## SCI,
e

A

D MADS-box
or of Zanthoxylum
bungeanun, is involved in sporophytic
is, {Horticulture arch) ,
[X, 1F=6.793, %=
iptome and metabolite
Is key genes for
during the
development of Zanthoxylum bungeanum
seeds, (INDUSTRTAL CROPS AND
PRODUCTS) , = # %, 1F=5.645, #
ZHE#,
[4]Small RNA sequencing provides
candidate miRNA-target pairs for
revealing the mechanism of apomixis
in Zanthoxylum bungeanum, (BMC PLANT
BIOLOGY) , #fE=K, IF=4.215, %=
.

analysis
melanin synthe:

FREH:

LE3:8 H

%




J ; BUATESR A BRER w = | FREL BEFET Zﬂ‘?& “RFH | RER “RBHARE v M A gn - m g REMFRER | REEFERERM 5
MR | RIE | TR TR SR | Thsw, | A ho WER | T mERE| T3 BeRm R EHASRE | SMEFRRME HETF INEREERTRR procaagpng Fa4 T #iE

-

2 | s -
G | R " HEHE

e
Jo
$iE
Jjn

[11ZbAGL11, a class D MADS-box
transcription factor of Zanthoxylum
bungeanum, is involved in
sporophytic apomixi {Horticul ture
Research) , # g —XSCI,

2 'Mt%a‘féli] T

CET4 (441)

o

B+ 90. 20 5%

ek S Wangshujie | 2019050634 | 4 [ ik R A 4719023 #x

1F=4. 35, %K‘H’F%
[3]Dynamic accumulation and
regulation of flavor fatty acids
dur\ng fruit r\pen\ng of green and
KE—fF, $fF;
1 aiﬁﬂ/"ﬂ#g"ﬂﬁ
%, RHEFZEP

(1] FAK Bk B 0 Sk AR R e 4R L
(& TURE) (BOBT). F—fF#
(AHFHE)
T AR A A F & [2]#tAE et 5 »ﬁﬁitf‘vkkt 2 EARINS
) ) ) —— 20204 5L /8 54 B AR
SongXue 2019055384 | +* | Wik &% R 20198 # Ak 3 ERR B+ 88 ™ %5 N 1 1 REF L E—4; K[ CET6 (435)
R 20214 4 /8 5 4
REHLZER

‘MU/,H‘J?E&&
¥) (BT . #

8 | #gn | GEEws

ot I 93 b R fm T % 3h B AR 4 9
RlCL E+HELEMBESR T

FREH: & LE3:8 H ks



